. Batch reactor with continuous CO-supply to liquid medium through diffusive membranes.
. Copies of the 16S rRNA gene in the CO-consuming cultures: (A) CO-enrichment culture, (B) Acetobacterium-like isolate, and (C) Pleomorphomonas-like isolate growing with CO, and mixtures of CO with H 2 and/or CO 2 . Values are averages of triplicate qPCR reactions on pooled DNA. Figure S2 -A, the final copy number of the 16S rRNA gene in the mixed culture, quantified through qPCR, was similar under all conditions tested (5.3 ± 1.8 × 10 ^ 8 copies mL −1 ). This indicates that the differences in initial amount of electrons (~ 4.1 -9.4 me − eq.) in growth with CO or CO with CO 2 and/or H 2 were not enough to observe significant differences in the 16S rRNA gene copy number. However, as seen in Figure 2 salts. The non-buffered system allowed the pH to drop from 7.5 ± 0.1 to 6.8 ± 0.1. As seen in Figure S5 -A, ethanol was detected during fermentation in non-buffered medium at concentrations of up to 5.4 ± 0.2 mM (~0.24 mmol), while acetate was not detected.
Based on 16S rRNA community analysis, the main phylotypes detected after 50 days of fermentation, when 1.3 ± 0.05 mmol of CO were consumed, were those related to the carboxidotrophic hydrogenogen Pleomorphomonas (61% of the identified phylotypes), followed by unidentified bacteria associated with fermenters within the bacterial orders Clostridiales (34%) and Bacteroidales (4.4%) ( Figure S5-B) . Acetobacterium, Oscillospira, and other main phylotypes detected in phosphate-buffered medium ( Figure   S4 ) were not abundant. The absence of phylotypes related to acetate-producing bacteria coincides with the lack of acetate production observed. Although ethanol was produced, low concentrations were attained compared to other studies (1) (2) (3) (4) . This low ethanol production could be due to the slow CO-utilization rates and incomplete CO fermentation observed in medium not buffered: 1.1 mmol CO d −1 L −1 , compared to 2.1 -3.5 mmol CO d −1 L −1 achieved with phosphate-buffered medium.
